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8. The vector of claim 7, wherein said vector is an expression vector. 
9 A host cell comprising the isolated nucleic acid molecule of claim 1. 

10. A substantially purified polypeptide comprising an amino acid sequence at least 
80% identical to a polypeptide comprising the amino acid sequence selected from the group 
consisting of SEQ ID NO: 2w, wherein n is any integer 1-3161. 

1 1. The polypeptide of claim 10, wherein said polypeptide comprises the amino acid 
sequence selected from the group consisting of SEQ ID NO: 2n 9 wherein n is any integer 1-3161. 

d Z An antibody that selectively binds to the polypeptide of claim 1 0. 

13. A pharmaceutical composition comprising a therapeutically or prophylacticaily 
effective amount of a therapeutic selected from the group consisting of: 

a) the nucleic acid of claim 1 ; 

b) the polypeptide of claim 10; and 

c) the antibody of claim 12; 

and a pharmaceutically acceptable carrier. 

14. A kit comprising in one or more containers, a therapeutically or prophylacticaily 
effective amount of the pharmaceutical composition of claim 13. 

15. A method of producing the polypeptide of claim 10, said method comprising 
culturing the host cell of claim 9 under conditions in which the nucleic acid molecule is 
expressed. 

16. A method of detecting the presence of the polypeptide of claim 10 in a sample, 
comprising contacting the sample with a compound that selectively binds to said polypeptide 
under conditions allowing the formation of a complex between said polypeptide and said 
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What is claimed is: 

1 . An isolated nucleic acid molecule encoding a polypeptide comprising an amim 
acid sequence that is at least 85% identical to a polypeptide including an amino acid sequence 
selected from the group consisting of SEQ ID NO:2«, wherein n is any integer 1-3161, or the 
complement thereof. 

2. The isolated nucleic acid molecule of claim 1, said molecule hybridizing undei 
stringent conditions to a nucleic acid sequence complementary to a nucleic acid molecule 
comprising the sequence of nucleotides selected from the group consisting of SEQ ID NO:2«- 
wherein n is any integer 1-3161, or the complement thereof. 

3. The isolated nucleic acid molecule of claim 1 , said molecule encoding a 
polypeptide comprising the amino acid sequence selected from the group consisting of SEQ I] 
NO: 2n, wherein n is any integer 1-3161, or an amino acid sequence comprising one or more 
conservative substitutions in the amino acid sequence selected from the group consisting of SI 
ID NO: 2/i. 

4. The isolated nucleic acid molecule of claim I, wherein said molecule encodes ; 
polypeptide comprising the amino acid sequence selected from the group consisting of SEQ II 
NO: 2n 9 wherein n is any integer 1-3161. 

5. The isolated nucleic acid molecule of claim 1, wherein said molecule comprise 
the sequence of nucleotides selected from the group consisting of SEQ ID NO:2«-l, wherein i 
any integer 1 -3 1 6 1 , or the complement thereof. 

6. An oligonucleotide less than 100 nucleotides in length and comprising at least « 
contiguous nucleotides selected from the group consisting of SEQ ID NO:2/*-l, wherein n is a 
integer 1 -3 1 6 1 , or the complement thereof. 

7. A vector comprising the nucleic acid molecule of claim 1 . 
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compound, and detecting said complex, if present, thereby identifying said polypeptide in said 
sample. 

17. A method of detecting the presence of a nucleic acid molecule of claim 1 in a 
sample, the method comprising contacting the sample with a nucleic acid probe or primer that 
selectively binds to the nucleic acid molecule and determining whether the nucleic acid probe c 
primer bound to the nucleic acid molecule of claim 1 is present in the sample. 

18. A method for modulating the activity of the polypeptide of claim 10, the methoc 
comprising contacting a cell sample comprising the polypeptide of claim 10 with a compound 
that binds to said polypeptide in an amount sufficient to modulate the activity of the polypeptid 

19. The use of a therapeutic in the manufacture of a medicament for treating a 
syndrome associated with a ORFX-associated disorder, wherein said therapeutic is selected fro 
the group consisting of: 

a) the nucleic acid of claim 1 ; 

b) the polypeptide of claim 10; and 

c) the antibody of claim 12. 

20. A method for screening for a modulator of activity or of latency or predispositio 
to an ORFX-associated disorder, said method comprising: 

a) contacting a test compound with the polypeptide of claim 10; and 

b) determining if said test compound binds to said polypeptide, 

wherein binding of said test compound to said polypeptide indicates the test compound is a 
modulator of activity or of latency or predisposition to an ORFX-associated disorder. 

21. A method for screening for a modulator of activity or of latency or predispositio: 
to an ORFX-associated disorder, said method comprising: 

a) administering a test compound to a test subject at an increased risk ORFX- 
associated disorder, wherein said test subject recombinantly expresses a 
polypeptide encoded by the nucleotide of claim 1 ; 
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b) measuring expression the activity of said protein in said test subject; 

c) measuring the activity of said protein in a control subject that recombinantly 
expresses said protein and is not at increased risk for an ORPX-associated 
disorder; and 

d) comparing expression of said protein in said test subject and said control subject, 
wherein a change in the activity of said protein in said test subject relative to said 
control subject indicates the test compound is a modulator or of latency of 
predisposition to an ORPX-associated disorder. 

22. The method of claim 20, wherein said test animal is a recombinant test animal 
that expresses a test protein transgene or expresses said transgene under the control of a promoter 
at an increased level relative to a wild-type test animal, and wherein said promoter is not the 
native gene promoter of said transgene. 

23. A method for determining the presence of or predisposition to a disease associated 
with altered levels of a polypeptide of claim 1 1 in a subject, the method comprising: 

a) measuring the amount of the polypeptide in a sample from said subject; and 

b) comparing the amount of said polypeptide in step (a) to the amount of the 
polypeptide present in a control sample, 

wherein an alteration in the level of the polypeptide in step (a) as compared to the control 
sample indicates the presence of or predisposition to a disease in said subject. 

24. The method of claim 23, wherein said subject is a human. 

25. A method for determining the presence of or predisposition to a disease associated 
with altered levels the nucleic acid molecule of claim 1 in a subject, the method comprising: 

a) measuring the amount of the nucleic acid in a sample from the mammalian 
subject; and 

b) comparing the amount of said nucleic acid in step (a) to the amount of the nucleic 
acid present in a control sample, 
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wherein an alteration in the level of the nucleic acid in step (a) as compared to the coi 
sample indicates the presence of or predisposition to said disease in said subject. 

26. The method of claim 25, wherein said subject is a human. 

27. A method of treating or preventing a pathological condition associated with ai 
ORFX-associated disorder in a subject, the method comprising administering to said subject 
polypeptide of claim 10 in an amount sufficient to alleviate or prevent said pathological 
condition. 

28. The method of claim 27, wherein said subject is a human. 

29. A method of treating or preventing a pathological condition associated with ar 
ORFX-associated disorder in a subject, the method comprising administering to said subject 
nucleic acid molecule of claim 1 in an amount sufficient to alleviate or prevent said patholog: 
condition. 

30. The method of claim 29, wherein said subject is a human. 

31. A method of treating or preventing a pathological condition associated with ar 
ORFX-associated disorder in a subject, the method comprising administering to said subject 1 
antibody of claim 12 in an amount sufficient to alleviate or prevent said pathological conditio 

0 

32. The method of claim 3 1 , wherein said subject is a human. 
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<212> DNA 

<213> Homo sapiens 

<400> 2051 

gagcaaaact atcgttctac cggcaatatt ctgaaaagtg ccaaccaact tatttcgaat 
60 

aatagtgatc gtctcggtaa gaatttatgg accgacggtg aaatggggga gccagtaggc 
120 

atttatgcag catttaatga attagatgag gcaaaafcttg tggcgtctca aatccaaaat 
180 

tgggtagatg atggtgggga attagatgat tgtgctgfctt tatatcgtag taatagccaa 
240 

tctcgtgtta ttgaagaagc cttgattcgt tgccaaattc cttatcgaat ttatggcggg 
300 

atgcgattct tcgaacgcca agaaattaaa gatgcgttgg catatttacg tttaattaat 
360 

aatcgtcaag atgatgccgc atttgagcgt gtgattaata cgcctacgcg t 
411 

<210> 2052 
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<210> 2053 

<211> 287 

<212> DNA 

<213> Homo sapiens 

<400> 2053 

nccatggaag ccttcaatct tgtaagagaa agtgaacagc tgttttccat atgccaaatc 
60 

ccgctcctct gctggatcct gtgtaccagt ctgaagcaag agatgcagaa aggaaaagac 
120 
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ctggccctga cctgccagag cactacctct 
180 

acacctgagg gcgccgaggg cccgactccg 
240 

tccctggctg cagagggtat gtggacagac 
287 



gtgtactcct ctttcgtctt taacctgttc 
caaacccagc accagctgaa ggccctgtgc 
acatttgagt tttgtga 



<210> 2054 

<211> 79 
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<210> 2055 
<211> 298 

<212> DMA !■ 

<213> Homo sapiens ... j _ 

<400> 2055 

nnacgcgttg ttatgaacaa tgacggtgtc ctctaccccg atacctgcgt gggtactgat 
60 

tcccacacca ccatggaaaa tggtcttggc attctgggct ggggcgtcgg tggtattgaa 
120 

gccgaggctg ctatgcttgg ccagcccatc tccatgctta tcccccgtgt tgtfcggcttt 
180 

aaacttactg gccaaacaca gccgggtgtc accgctacag atgttgttct taccattact 
240 

gatatgcttc gccagcatgg tgtgggtgga aaattcgggg aattctatgg gggaagcg 
298 

<210> 2056 

<211> 99 

<212> PRT 

<213> Homo sapiens 
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ctgctggcgg cgggcgaggc cggcaccttc gacgtggccg tggtggatgc ggacaaggag 
480 

aactgctccg cctactacga gcgctgcctg cagctgctgc gacccggagg catcctcgcc 

540 

gtcctcagag tcctgtggcg cgggaaggtg ctgcaacctc cgaaagggga cgtggcggcc 
600 

gagtgtgtgc gaaacctaaa cgaacgcatc cggcgggacg tcagggtcta catcagcctc 
660 

ctgcccctgg gcgatggact caccttggcc ttcaagatct agggctggcc cctagtgagt 
720 

gggctcgagg gagggttgcc tgggaacccc aggaattgac cctgagtttt aaattcgaaa 
780 

ataaagtggg gctgggacac acgaaaaaaa aa 
812 

<210> 4378 
<211> 233 
<212> PRT 

<213> Homo sapiens 
<400> 4378 

Xaa Leu Gly Arg Arg Cys Pro Pro Trp Arg Gly Arg Arg Glu Gin Gly 

15 10 15 

Leu Leu Pro Pro Glu Asp Ser Arg Leu Trp Gin Tyr Leu Leu Ser Arg 

20 25 30 

Ser Met Arg Glu His Pro Ala Leu Arg Ser Leu Arg Leu Leu Thr Leu 
. ; .. > 35;, 40 45 

Glu Gin Pro Gin Gly Asp Ser Met Met Thr Cya Glu Gin Ala Gin Leu 

50 '"' " 55 60 

Leu Ala Asn Leu Ala Arg Leu lie Gin Ala Lys Lys Ala Leu Asp Leu 
65 70 75 80 

Gly Thr Phe Thr Gly Tyr Ser Ala Leu Ala Leu Ala Leu Ala Leu Pro 

85 90 95 

Ala Asp Gly Arg Val Val Thr Cys Glu Val Asp Ala Gin Pro Pro Glu 

100 105 HO 

Leu Gly Arg Pro Leu Trp Arg Gin Ala Glu Ala Glu His Lys lie Arg 

115 120 125 

Leu Arg Leu Lys Pro Ala Leu Glu Thr Leu Asp Glu Leu Leu Ala Ala 

130 135 140 

Gly Glu Ala Gly Thr Phe Asp Val Ala Val Val Asp Ala Asp Lys Glu 
145 150 155 160 

Asn Cys Ser Ala Tyr Tyr Glu Arg Cys Leu Gin Leu Leu Arg Pro Gly 

165 170 175 

Gly lie Leu Ala Val Leu Arg Val Leu Trp Arg Gly Lys Val Leu Gin 

180 185 190 

Pro Pro Lys Gly Asp Val Ala Ala Glu Cys Val Arg Asn Leu Asn Glu 

195 200 205 

Arg lie Arg Arg Asp Val Arg Val Tyr lie Ser Leu Leu Pro Leu Gly 

210 215 220 

Asp Gly Leu Thr Leu Ala Phe Lys lie 
225 230 

<210> 4379 
<211> 2347 
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<212> DNA 

<213> Homo sapiens 
<400> 4379 

ngaggaccaa gccatgcgtg cctttgagct aatgaggagc aacgcggccc tgttccagct 
60 

gggctcggcc ccgcggtgtg ctggattgtg tgcacgactc tgaagctgca gatggagaag 

120 ^ _ 

ggggaggacc cggtccccac ctgcctcacc cgcacggggc tgttcctgcg tttcctctgc 

180 

agccggttcc cgcggggcgc acagctgcgg ggcgcgctgc ggacgctgag cctcctggcc 
240 

gcgcagggcc tgtgggcgca gacgtccgtg cttcaccgag aggatctgga aaggctcggg 
300 

gtgcaggagt ccgacctccg tctgttcctg gacggagaca tcctccgcca ggacagagtc 
360 

tccaaaggct gccactcctt catccacctc agcttccagc agtttctcac tgccctgttc 
420 

tacaccctgg agaaggagga ggaagaggat agggacggcc acacctggga cattggggac 
480 

gtacagaagc tgctttccgg agtagaaaga ctcaggaacc ccgacctgat ccaagcaggc 
540 

tactactcct ttggcctcgc taacgagaag agagccaagg agttggaggc cactttcggc 
600 

tgccggatgt caccggacat caaacaggaa ttgctgcgat gcgacataag ttgtaagggt 
660 

ggacattcaa cggtgacaga cctgcaggag ctgctcggct gtctgtacga gtctcaggag 

720 r* • "V '-"-i A± •-<. , 

gaggagctgg tgaaggaggt gatggctQag^ttcaaagaaa tatccctgca cttaaatgca 

780 < ' ■ if 

gtagacgttg tgccatcttc attctgcgtc aagcactgtc gaaacctgca gaaaatgtca 
840 

ctgcaggtaa taaaggagaa tctcccggag aatgtcactg cgtctgaatc agacgccgag 
900 

gttgagagat cccaggatga tcagcacatg cttcctttct ggacggacct ttgttccata 
960 

tttggatcaa ataaggatct gatgggtcta gcaatcaatg atagctttct cagtgcctcc 

1020 . 
ctagtaagga tcctgtgtga acaaatagcc tctgacacct gtcatctcca gagagtggtg 

1080 

ttcaaaaaca tttccccagc tgatgctcat cggaacctcn tgcctnnagc tcttcgaggt 
1140 

cacaagactg taacgtatct gacccttcaa ggcaatgacc aggatgatat gtttcccgca 
1200 

ttgtgtgagg tcttgagaca tccagaatgt aacctgcgat atctcgggtt ggtgtcttgt 
1260 

tccgctacca ctcagcagtg ggctgatctc tccttggccc ttgaagtcaa ccagtccctg 
1320 

acgtgcgtaa acctctccga caatgagctt ctggatgagg gtgctaagtt gctgtacaca 
1380 

actttgagac accccaagtg ctttctgcag aggctgtcgt cggaaaactg tcaccttaca 
1440 

gaagccaatt gcaaggacct tgctgctgtg ttggttgtca gccgggagct gacacacctg 
1500 
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tgcttggcca agaaccccat tgggaataca 
1560 

taccccgagc gtaaactgca gaccttggtg 
1620 

tgctgcgatc tcacaaagct tctccaagaa 
1680 

ctgaatcaca taggagttaa gggaatgaag 
1740 

tgcaacttga gatgtctgtg gttgtgggga 
1800 

gtctgctctg ccctcagctg caaccagagc 
1860 

ttggggtcta gtggagtgaa gatgctgttt 
1920 

cggacactca ggttgaaaat agatgacttt 
1980 

atagaagaaa aaaacccaca actgattatt 

2040 

aggccttctt ctcatgactt catgatctga 
2100 

tcatcgattt tccaggtgfcg ggtgaactgc 
2160 

cctcagggat aatgagttca ttgctgggct 
2220 

ttatacctgc acacatcctt atctttgtta 
2280 

gagagaaata aaggtgagag cattcacaaa 

2340 . 

aaaaaaa 

2347 

<210> 4380 \ • 

<211> 652 Vy •- 

<212> PRT 

<213> Homo sapiens 

<400> 4380 

Met Glu Lys Gly Glu Asp Pro Val 

1 5 
Leu Phe Leu Arg Phe Leu Cys Ser 
20 

Arg Gly Ala Leu Arg Thr Leu Ser 

35 40 
Ala Gin Thr Ser Val Leu His Arg 

50 55 
Gin Glu Ser Asp Leu Arg Leu Phe 
65 70 
Asp Arg Val Ser Lys Gly Cys Tyr 
85 

Gin Phe Leu Thr Ala Leu Phe Tyr 
100 

Asp Arg Asp Gly His Thr Trp Asp 
115 120 
Ser Gly Val Glu Arg Leu Arg Asn 



ggggtgaagt ttctgtgtga gggcttgagg 
ctttggaact gcgacataac tagcgatggc 
aaatcaagcc tgttgtgttt ggatctgggg 
ttcctgtgtg aggctttgag gaaaccactg 
tgttccatcc ctccgttcag ttgtgaagac 
ctcgtcactc tggacctggg tcagaatccc 
gaaaccttga catgttccag tggcaccctc 
aatgatgaac tcaataagct gctggaagaa 
gatactgaga aacatcatcc ctgggaagaa 
atccccccga gtcattcatt ctccatgaag 
ctgtgactcc tctcctcccc cgcccctacc 
agatgtttta gccatgattc tgcctctgtt 
catatgaaat atctgtatca cgggtatatt 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



Pro 


Thr 
10 


Cys 


Leu 


Thr 


Arg 


Thr 
15 


Gly 


Arg 


Phe 


Pro 


Arg 


Gly 


Ala 


Gin 


Leu 


25 










30 






Leu 


Leu 


Ala 


Ala 


Gin 
45 


Gly 


Leu 


Trp 


Glu 


Asp 


Leu 


Glu 
60 


Arg 


Leu 


Gly 


Val 


Leu 


Asp 


Gly Asp 


He 


Leu 


Arg 


Gin 






75 










80 


Ser 


Phe 
90 


He 


His 


Leu 


Ser 


Phe 
95 


Gin 


Thr 


Leu 


Glu 


Lys 


Glu 


Glu 


Glu 


Glu 


105 










110 






lie 


Gly 


Asp 


Val 


Gin 
125 


Lys 


Leu 


Leu 


Pro 


Asp 


Leu 


He 


Gin 


Ala 


Gly 


Tyr 
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tgcttggcca agaaccccat tgggaataca 
1560 

taccccgagt gtaaactgca gaccttggtg 
1620 

tgctgcgatc tcacaaagct tctccaagaa 
1680 

ctgaatcaca taggagttaa gggaatgaag 
1740 

tgcaacttga gatgtctgtg gttgtgggga 
1800 

gtctgctctg ccctcagctg caaccagagc 
1860 

ttggggtcta gtggagtgaa gatgcfcgttt 
1920 

cggacactca ggttgaaaat agatgacttt 
1980 

atagaagaaa aaaacccaca actgattatt 
2040 

aggccttctt ctcatgactt catgafccfcga 
2100 

tcatcgattt tccaggtgtg ggtgaactgc 
2160 

cctcagggat aatgagttca ttgctgggct 
2220 :; " ' :\v ;■" «... , 

ttatacctgc acacatcctt atctttgtta; 
228 0 

gagagaaata aaggtgagag cattcacaaa 

2340 

aaaaaaa 

2347 



ggggcgaagt ttctgtgtga gggcttgagg 
ctttggaact gcgacataac tagcgatggc 
aaatcaagcc tgtfcgtgttt ggatctgggg 
ttcctgtgtg aggctttgag gaaaccactg 
tgttccatcc ctccgttcag ttgtgaagac 
ctcgtcactc tggacctggg tcagaatccc 
gaaaccttga catgttccag tggcaccctc 
aatgatgaac tcaataagct gctggaagaa 
gatactgaga aacatcatcc ctgggaagaa 
atccccccga gtcattcatt ctccatgaag 
ctgtgactcc tctcctcccc cgcccctacc 
agatgtttta gccatgattc tgcctctgtt 
catatgaaat atctgtatca cgggtatatt 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



<210> 4380 
<211> 652 
<212> PRT 

<213> Homo sapiens 



<400> 4380 
Met Glu Lys Gly 
1 

Leu Phe Leu Arg 
20 

Arg Gly Ala Leu 
35 

Ala Gin Thr Ser 
50 

Gin Glu Ser Asp 
65 

Asp Arg Val Ser 

Gin Phe Leu Thr 
100 

Asp Arg Asp Gly 
115 

Ser Gly Val Glu 



Glu Asp Pro Val 
5 

Phe Leu Cys Ser 

Arg Thr Leu Ser 
40 

Val Leu His Arg 
55 

Leu Arg Leu Phe 
70 

Lys Gly Cys Tyr 
85 

Ala Leu Phe Tyr 

His Thr Trp Asp 
120 

Arg Leu Arg Asn 



Pro Thr Cys Leu 
10 

Arg Phe Pro Arg 
25 

Leu Leu Ala Ala 

Glu Asp Leu Glu 
60 

Leu Asp Gly Asp 
75 

Ser Phe lie His 
90 

Thr Leu Glu Lys 
105 

He Gly Asp Val 
Pro Asp Leu He 



Thr Arg Thr Gly 
15 

Gly Ala Gin Leu 
30 

Gin Gly Leu Trp 
45 

Arg Leu Gly Val 

Xle Leu Arg Gin 
80 

Leu Ser Phe Gin 
95 

Glu Glu Glu Glu 
110 

Gin Lys Leu Leu 
125 

Gin Ala Gly Tyr 
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130 










135 




Tyr 


Ser 


Phe 


Gly 


Leu 


Ala 


Asn 


Glu 


145 










150 






Thr 


Phe 


Gly 


Cys 


Arg 


Met 


Ser 


Pro 










165 








Cys 


Asp 


lie 


Ser 


Cys 


Lys 


Gly 


Gly 








180 










Glu 


Leu 


Leu 


Gly 


Cys 


Leu 


Tyr 


Glu 






195 










200 


Glu 


Val 


Met 


Ala 


Gin 


Phe 


Lys 


GlU 




210 










215 




Asp 


val 


Val 


Pro 


Ser 


Ser 


Phe 


Cys 


225 










230 






Lya 


Met 


Ser 


Leu 


Gin 


Val 


He 


Lys 










245 








Ala 


Ser 


Glu 


Ser 


Asp 


Ala 


Glu 


Val 








260 










Met 


Leu 


Pro 


Phe 


Trp 


Thr 


Asp 


Leu 






275 










280 


Asp 


Leu 


Met 


Gly 


Leu 


Ala 


lie 


Asn. 




290 










295 




Val 


Arg 


lie 


Leu 


Cys 


Glu 


Gin 


He 


305 










310 






Arg 


Val 


Val 


Phe 


Lys 


Asn 


Xle 


Ser 










325 








Xaa 


Pro 


Xaa 


Ala 


Leu 


Arg 


Gly 


His 








340 








Met 


Gin 


Gly 


Asn 


Asp 


Gin 


Asp 


Asp 






355 










36 0 


Arg 


His 


Pro 


Glu 


Cys. 


Asn 


Leu 


Arg 




370 










375 




Ala 


Thr 


Thr 


Gin 


Gin 


Trp 


Ala 


Asp 


385 










390 






Gin 


Ser 


Leu 


Thr 


Cys 


val 


Asn 


Leu 










405 








Gly 


Ala 


Lys 


Leu 


Leu 


Tyr 


Thr 


Thr 








420 










Gin 


Arg 


Leu 


Ser 


Leu 


Glu 


Asn 


Cys 






435 










440 


Asp 


Leu 


Ala 


Ala 


Val 


Leu 


Val 


Val 




450 










455 




Leu 


Ala 


Lys 


Asn 


Pro 


He 


Gly 


Asn 


465 










470 






Gly Leu 


Arg 


Tyr 


Pro 


Glu 


Cys 


Lys 










485 








Cys 


Asp 


He 


Thr 


Ser 


Asp 


Gly 


Cys 








500 










Glu 


Lys 


Ser 


Ser 


Leu 


Leu 


Cys 


Leu 






515 










520 


Val 


Lys 


Gly 


Met 


Lys 


Phe 


Leu 


Cys 




530 










535 




Asn 


Leu 


Arg 


Cys 


Leu 


Trp 


Leu 


Trp 


545 










550 






Cys 


Glu 


Asp 


Val 


Cys 


Ser 


Ala 


Leu 



140 



Lys 


Arg 


Ala 


Lys 


Glu 


Leu 


Glu 


Ala 






155 










160 


Asp 


He 


Lys 


Gin 


Glu 


Leu 


Leu 


Arg 




170 










175 




His 


Ser 


Thr 


Val 


Thr 


Asp 


Leu 


Gin 


185 










190 






Ser 


Gin 


GlU 


Glu 


Glu 


Leu 


Val 


Lys 










205 








He 


Ser 


Leu 


His 


Leu 


Asn 


Ala 


Val 








220 










Val 


Lys 


His 


Cys 


Arg 


Asn 


Leu 


Gin 






235 










240 


Glu 


Asn 


Leu 


Pro 


Glu 


Asn 


Val 


Thr 




250 










255 




Glu 


Arg 


Ser 


Gin 


Asp 


Asp 


Gin 


His 


265 










270 






Cys 


Ser 


He 


Phe 


Gly 


Ser 


Asn 


Lys 










285 








Asp 


Ser 


Phe 


Leu 


Ser 


Ala 


Ser 


Leu 








300 










Ala 


Ser 


Asp 


Thr 


Cys 


His 


Leu 


Gin 






315 










320 


Pro 


Ala 


Asp 


Ala 


His 


Arg 


Asn 


Leu 




330 










335 




Lys 


Thr 


Val 


Thr 


Tyr 


Leu 


Thr 


Leu 


345 










350 






Phe 


Pro 


Ala 


Leu 


Cys 


Glu 


Val 


Leu 










365 








Tyr 


Leu 


Gly 


Leu 


Val 


Ser 


Cys 


Ser 








380 










Leu 


Ser 


Leu 


Ala 


Leu 


Glu 


val 


Asn 






395 










40O 


Ser 


Asp 


Asn 


Glu 


Leu 


Leu 


Asp 


Glu 




410 










415 




Leu 


Arg 


His 


Pro 


Lys 


Cys 


Phe 


Leu 


425 










430 






His 


Leu 


Thr 


Glu 


Ala 


Asn 


Cys 


Lys 










445 








Ser 


Arg 


Glu 


Leu 


Thr 


His 


Leu 


Cys 








460 










Thr 


Gly Val 


Lys 


Phe 


Leu 


Cys 


Glu 






475 










480 


Leu 


Gin 


Thr 


Leu 


val 


Leu 


Trp 


Asn 




490 










495 




Cys 


Asp 


Leu 


Thr 


Lys 


Leu 


Leu 


Gin 


505 










510 






Asp 


Leu Gly 


Leu 


Asn 


His 


He 


Gly 










525 








Glu 


Ala 


Leu Arg 


Lys 


Pro 


Leu 


Cys 








540 










Gly 


Cys 


Ser 


He 


Pro 


Pro 


Phe 


Ser 




555 










560 


Ser 


Cys 


Asn 


Gin 


Ser 


Leu 


Val 


Thr 
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565 570 575 

Leu Asp Leu Gly Gin Asn Pro Leu Gly Ser Ser Gly Val Lys Met Leu 

58 0 585 
Phe Glu Thr Leu Thr Cys Ser Ser Gly Thr Leu Arg Thr Leu Arg Leu 

595 600 ,6os 

Lys lie Asp Asp Phe Asn Asp Glu Leu Asn Lys Leu Leu Glu Glu He 

610 615 620 

Glu Glu Lys Asn Pro Gin Leu He lie Asp Thr Glu Lys His His Pro 
625 "0 63S 640 

Trp Glu Glu Arg Pro Ser Ser His Asp Phe Met He 
645 650 

<210> 4381 

<211> X638 

<212> DNA 

<213> Homo sapiens 

<400> 4381 

nnagagcccg gggcgagtgg gcctctgctc gtgggtggtt ctcgtggagg tcagotccog 
cgtgtctccg ctcgacaggg tgcttgggca gagcccatcg ggtaggcgcg ggccatggcg 
ItT* 0 ** 39 9caccat;?C3 c 9a99caggc cgtgccatgc acctcctcaa gaagcgcgaa 
aggcagcggg' agcagatggav ggtgctgaag cagcgcatcg ccgaggagac catcetcaag 
tcgcaggtgg acaagaggtt ctcggcgcat tacgacgccg tggaggccga gctgaagtcc 
agegcggtgg gcctggtgac cctgaacgac atgaaggccc ggcaggaggc cctggtcagg 
gagcgcgagc ggcagctggc caagcgccag cacctggagg agcagcggct gcagcaggag 
cggcagcggg agcaggagca gcggcgcgag cgcaagcgta agatctcctg cetgtccttt 
gcactagacg acctcgatga ccaggccgac gcggccgagg ccaggcgcgc cggaaacctg 
ggcaagaacc ccgacgtgga caccagcttc ctgccagacc gcgaccgcga ggaggaggag 
aaccggctcc gagaggagct gcgccaagag tgggaggcgc agcgcgagaa agtgaaggac 
gaggagatgg aggtcacctt cagctactgg gacggctcgg gccaccggcg cacggtgcgg 
gtgcgcaagg gcaacacggt gcagcagttc ctgaagaagg cgctgcaggg gctgcgcaag 

78 0 

gacttcctgg agctgcgctc cgccggcgtg gagcagctca tgttcatcaa ggaggacctc 
840 

900 Ct9CC9C actaccacac <=ttctacgac ttcatcatcg ccagggcgag gggcaagagc 
gggccgctct tcagcttcga tgtgcacgat gacgtgcgcc tgctcagcga cgccaccatg 

96 0 

gagaaggacg agtcgcacgc gggcaaggtg gtgctgcgca gctggtacga gaagaacaag 

cacatcttcc ccgccagccg ctgggaggcc tatgaccccg agaagaagtg ggacaagtac 
10 8 0 
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V 




Mm 



